Supplementary
. Visualization of the V-ATPase interactome, based on previously reported interactions of all known subunits of V-ATPase. QIAGENʼs Ingenuity® Pathway Analysis (IPA®) was used first to connect 25 subunits of the V-ATPase with each other, and then their first neighbors were found with the "grow" function of IPA®. In total, 176 proteins were identified as previously reported to interact with one or more subunits of the V-ATPase. These 176 VATPase-interacting proteins and 25 V-ATPase subunits are shown as 201 nodes.
Among them, 18 proteins (including 13 V-ATPase subunits) were also found in this study with SAINT≥0.67 (threshold for specific interactions) for ATP6V1B1_ΔCterminus interactome or SAINT≥0.99 (threshold for specific interactions) for ATP6V1B1_Cterminus interactome, and are circled in red. 49 proteins (including 5 V-ATPase subunits) were also detected in this study but had 
